. Genetic relationship among the accessions constituting the WEC eggplant core collection using 831 SNP genotypes (left). Cluster tree constructed by UPGMA method based on Jaccard similarity coefficient. Local bootstrap values after 1000 replicates are indicated near the branches. Bootstrap value below 50% is not shown. Countries of origin (center) are classified based on their region with different color shown in the bottom of this figure. Genetic structure of the WEC core collection deduced by the STRUCTURE analysis (right). Colors of symbols represent genetic group assignment, they are unrelated with the above colors used for the cluster analysis.
